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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/382,088 



DATE: 05/09/2000 
TIME: 06:36:01 



Input Set: 1382088. RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. 
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ENTERED 
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APPLICANT: Hope, Ernest G 
Negrin, Robert 

TITLE OF INVENTION: COMPOSITIONS AND METHODS FOR PROTECTING ORGANS , TISSUE 
AND CELLS FROM IMMUNE SYSTEM-MEDIATED DAMAGE 
FILE REFERENCE: A-67031-1/RFT 
CURRENT APPLICATION NUMBER: US/09/382 , 088 
CURRENT FILING DATE: 1999-08-24 
EARLIER APPLICATION NUMBER: 60/097,640 
EARLIER FILING DATE: 1998-08-24 
NUMBER OF SEQ ID NOS : 30 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 1 
LENGTH : 9 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE : 
NAME /KEY : SITE 

LOCATION: (1) v , 
OTHER INFORMATION X at position 1 can be V, L, A or T. _ 
FEATURE: <c£^ 
NAME/KEY: SITE " ^ 

LOCATION: (2) 

OTHER INFORMATION: X at position 2 can be L or H. 
FEATURE : 
NAME/KEY: SITE 
LOCATION: (3) 

OTHER INFORMATION: X at position 3 can be S or V. 
FEATURE : 
NAME/KEY: SITE 
LOCATION: (4) 

OTHER INFORMATION: X at position 4 can be D or E. 
FEATURE : 
NAME /KEY : SITE 
LOCATION: (5 ) 

OTHER INFORMATION: X at position 5 can be Q,K or R . 
FEATURE : 

NAME/KEY: SITE / 
LOCATION: {6 ) 

OTHER INFORMATION: X at position 6 can be L or V. 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: consensus 
sequence. 



/ 



SEQUENCE: ^ / 
Ala Xa'a Xaa Xa< 



/ 



ia Xaa Ala Xaa JCaa Xaa Arg 

V 1 - (' f 
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PACF • 2 RAW SEQUENCE LISTING DATE: 05/09/2000 

PAGE * 1 PATENT APPLICATION US/09/382,088 TIME: 06:36:01 

input Set: 1382088. RAW 



45 1 5 

46 <210> SEQ ID NO 2 

47 <2il> LENGTH: 9 

48 <212> TYPE: PRT 

49 <213> ORGANISM: Artificial Sequence 

50 <220> FEATURE: 

51 <221> NAME /KEY : SITE 

52 < 22 2 > LOCATION: (1)..(3) . 

53 <223> OTHER INFORMATION: X at positions 1, 2, or 3 can be any ammo acid. 

54 <220> FEATURE: 

55 <223> OTHER INFORMATION: Description of Artificial Sequence: consensus 

56 sequence. 

57 <400> SEQUENCE : 2 

58 Ala Xaa Xaa Xaa Ala Glu Gin Leu Arg 

59 1 5 

60 <210> SEQ ID NO 3 

61 <211> LENGTH : 9 

62 <212> TYPE: PRT 

63 <213> ORGANISM: Homo sapiens 

64 <400> SEQUENCE: 3 

65 Ala Val Leu Ser Ala Glu Gin Leu Arg 

66 1 5 

67 <210> SEQ ID NO 4 

68 <211> LENGTH: 1254 

69 <212> TYPE: DNA 

70 <213> ORGANISM: Homo sapiens 

71 <400> SEQUENCE: 4 
cggctccact tctttggaca tctccggcgt cggggaccat gacgcctctt cgactcaagg 60 
ttccgctggt gtgaccgtct cgggtcgtgt ccggaccgga agtcggacat agtccgttac 120 
cggttcctgt gtccgtcacc tcttgtagga ccacagtggg caccaccacc ggagcagcga 180 
cccagagcac agcgacccgc cgttccgctg gtgccgcagc gtccggttcc gtcacgactc 240 
gcggctcctc acgcgagaga ggaagacccg tggaatacgg aggaccgaca ccgggaccgt 300 
qacgcgctgc tcctccacgt gcggccggac ccactcgacg acgcgagtga gtcgttgagc 360 
tgccgcgcgt tgcactggac cttcgacccg tcggctgaca tgcctgggtc gagtcactcg 420 
aagcgactac tgaagcacgc gtcgtcgttc gtcgtgatgt tgacgctcgt gaggttctag 480 
ttgaagggcc tgtcgcgtcg cgcgacgtca ggtagttgct cacccggcgc gtctggtggg 540 
ctgccgttcg acgggctcca gtggttcctg cacctcgcgt gctcgccgcg ggacgatcag 600 
ttgcggtaca agaagttcgg tgtgacccta ctctttaagg tggtgttcta ccacctgttg 660 
gcaccgaagt accactgagc caggatatga cacccacaat gctactacgt ggcctgtccg 720 
gagatgttga tgatgctgct gctcttcctc ttcgacgtcg accacctcta cggggaccga 780 
gtgttcgaga ggtcggagta gtaggagtac ggggtagtgc acctcggaga gctcgcggaa 840 
cttttcgacg attggtttct cgtcgacttc tagacctacc ccttctacgt cttcttccga 900 
caacggtaga ggaacgggtt cccacaccac ctccactggg tactggacgt ctttgtggac 960 
cgacccgacc cggactgact ccggtaactg ttcttgttcc ggctgaatag tgcgtacaga 1020 
ccgttcttcc tagacatgga ccggtcacac aaggtgcggt ggcggaaact caacctgtgt 1080 
ctaccgttgg ggaaactggt cctgtagatg cccgcgctcc tcgacgcgtc ggggttcgac 1140 

91 aagatgcggc tggtggggaa gtagaaggac cacgccctgt gggtttcgcc gagggacgat 1200 

92 aagtaacccg cggaccaggc cgagttccca ctgttctacg ctctgctcaa tatc 1254 

93 <210> SEQ ID NO 5 

94 <211> LENGTH: 1254 
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PAGE: 3 RAW SEQUENCE LISTING DATE: 05/09/2000 

PATENT APPLICATION US/09/382,088 TIME: 06:36:01 

Input Set: 1382088. RAW 

95 <212> TYPE: DNA 

96 <213> ORGANISM: Homo sapiens 

97 <220> FEATURE: 

98 <221> NAME/KEY: CDS 

99 <222> LOCATION: (1)..(1251) 

100 <400> SEQUENCE: 5 

101 atg cgc tct etc ctt ctg ggc acc tta tgc etc ctg get gtg gee ctg 48 

102 Met Arg Ser Leu Leu Leu Gly Thr Leu Cys Leu Leu Ala Val Ala Leu 

103 15 10 15 

104 gca gee gag gtg aag aaa cct gta gag gee gca gee cct ggt act gcg 96 

105 Ala Ala Glu Val Lys Lys Pro Val Glu Ala Ala Ala Pro Gly Thr Ala 

106 20 25 30 

107 gag aag ctg agt tec aag gcg acc aca ctg gca gag ccc age aca ggc 

108 Glu Lys Leu Ser Ser Lys Ala Thr Thr Leu Ala Glu Pro Ser Thr -\ 

109 35 40 45 ^ 

110 ctg gee ttc age ctg tat cag gca atg gec aag gac cag gca gtg ti^Zf 

111 Leu Ala Phe Ser Leu Tyr Gin Ala Met Ala Lys Asp Gin Ala Val Glu 

112 50 55 60 

113 aac ate ctg gtg tea ccc gtg gtg gtg gec teg teg ctg ggt etc gtg 4 w$8r 

114 Asn lie Leu Val Ser Pro Val Val Val Ala Ser Ser Leu Gly Leu Val 

115 65 70 75 80 

116 teg ctg ggc ggc aag gcg acc acg gcg teg cag gee aag gca gtg ctg 288 

117 Ser Leu Gly Gly Lys Ala Thr Thr Ala Ser Gin Ala Lys Ala Val Leu 

118 85 90 95 

119 age gec gag cag ctg cgc gac gag gag gtg cac gec ggc ctg ggt gag 336 

120 Ser Ala Glu Gin Leu Arg Asp Glu Glu Val His Ala Gly Leu Gly Glu 

121 100 105 110 

122 ctg ctg cgc tea etc age aac teg acg gcg cgc aac gtg acc tgg aag 384 

123 Leu Leu Arg Ser Leu Ser Asn Ser Thr Ala Arg Asn Val Thr Trp Lys 

124 115 120 125 

125 ctg ggc age cga ctg tac gga ccc age tea gtg age ttc get gat gac 432 

126 Leu Gly Ser Arg Leu Tyr Gly Pro Ser Ser Val Ser Phe Ala Asp Asp 

127 130 135 140 

128 ttc gtg gcg age age aag cag cac tac aac tgc gag cac tec aag ate 480 

129 Phe Val Ala Ser Ser Lys Gin His Tyr Asn Cys Glu His Ser Lys lie 

130 145 150 155 160 

131 aac ttc ccg gac aag cgc age gcg ctg cag tec ate aac gag tgg gee 528 

132 Asn Phe Pro Asp Lys Arg Ser Ala Leu Gin Ser lie Asn Glu Trp Ala 

133 165 170 175 

134 gcg cag acc acc gac ggc aag ctg ccc gag gtc acc aag gac gtg gag 576 

135 Ala Gin Thr Thr Asp Gly Lys Leu Pro Glu Val Thr Lys Asp Val Glu 

136 180 185 190 

137 age acg gac ggc gee ctg eta gtc aac gee atg ttc ttc aag cca cac 624 

138 Ser Thr Asp Gly Ala Leu Leu Val Asn Ala Met Phe Phe Lys Pro His 

139 195 200 205 

140 tgg gat gag aaa ttc cac cac aag atg gtg gac aac cgt ggc ttc atg 672 

141 Trp Asp Glu Lys Phe His His Lys Met Val Asp Asn Arg Gly Phe Met 

142 210 215 220 

143 gtg act egg tec tat act gtg ggt gtt acg atg atg cac egg aca ggc 720 

144 Val Thr Arg Ser Tyr Thr Val Gly Val Thr Met Met His Arg Thr Gly 
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4 RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/382,088 tiIe: Sl^?°° 

Input Set: 1382088. RAW 

145 225 



768 



230 

146 ctc tac aac tac tac aar nar- 235 24 ° 

- ^ - - - £ 2 k 2 e 2 2 2 2 ?:? e 

;» 2 2 2 E E 5 - - = £ * «; * 2 « „ 



151 260 Y " L6U 116 Ile Leu Met Pro His 

252 cac ata a»r. ^+ . . 265 270 



i" e 111 m nt 2 m z zr r " g ctg cta - « 

154 275 olu *'9 I™ 01- ly> Leu Leu Thr Lys olu all 

»" 2 2 E m 2 s 2 £ ci 9 r " 9 9ct 9 " atc 

157 290 p " et L V= «et Oln Lys Lys Ale v.l Ala lie ser 

S S s - " ~ S = s = s 2 2 a 2 e 2 

Hi 2 5 2 5 2 2 H E 2 5 S = 2 E 2 2 

"J 2 2 2 2 E 2 2 2 f 9 ? ct9 9 " a9t 949 - 

166 34Q tiy ^ As P Leu Tyr Leu Ala Ser Val Phe His 

E E E Pne III 2 2 £ 2 2° r " c ltt ~ - ~ 

169 355 Leu As P Thr Asp Gly Asn Pro Phe Asp Gin Asp 

Ue Tyr S 2 III HI V I'" "° " C "» <*» *« 9CC g ,c 
172 3 *„ 1J 4t9 Glu 01u »r s Ser Pro Lys L. u p h e Tyr j[ la J, p 

S £ - - - - S a 3 5 s e 5 5 2 2 2 
B - s s 2 2 s 2 2 2 s £ 2 2 s 2 5 

179 tta tag 410 415 

"0 Leu 

181 <210> SEQ ID NO 6 

182 <211> LENGTH: 417 

183 <212> TYPE: PRT 

184 <213> ORGANISM: Homo sapiens 

185 <400> SEQUENCE : 6 

J~ Met Arc ser Leu Leu Leu <Uy Thr Leu c ys Leu Leu Ale „el „. Leu 

J" Ma «e clu Vel Lys Lys Pro val „„ £ ^ ^ ^ ^ £ ^ 

}» «■ ^ Leu ser ser Lys 4 1, Thr Thr Leu Al, cl u Pro ^ Thr ^ 

»| L« Ale Ph e Ser L e„ T yr .!„ ^ B . t „. ly . Asp ^ ^ ^ ^ 

AS„ He t e„ vel Ser Pro Vel Vel vel Al, Ser Ser ,eu 0 l y leu Vel 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/382,088 



DATE: 05/09/2000 
TIME: 06:36:01 



65 



Input Set: 1382088. RAW 



Ser Leu Gly Gly Lys A £ Thr 75 8Q 

85 S " Gln Ala Lys Ala val Leu 

Ala G1U G1 * ^ Arg Asp Glu Glu Va 9 J H . s Ala pi 

100 .r: Val Hls A la Gly Leu Gly Glu 

LeU Leu Ar 9 Ser Leu Ser Asn Ser Thr M» * 110 

"5 X20 ^ ASn Val T ^ Trp Lys 

Leu Gly ser Arg Leu Tyr Glv p r o 125 

»0 ^ Hi S " S - Phe Ala Asp Asp 

Phe Val Ala Ser Ser r w - m - 140 

*. £. Oln „ ls Tyt Ss „ 0ys 01u Mr ne 

;; 7 pr ° asp s - - - - - ™ - - - - - 

- «. . SP 01y t „ teu » : v>i Tht tys asp „, 

Ser Thr Asp Gly Ala Leu Leu Val ill „ 190 

195 200 M6t PhS Phe ^ s His 

Trp Asp Glu Lys Phe Hie m = , 2 °5 

Hrs „ ls lys Met yal ^ ^ ^ ^ 

Val Thr Arg Ser Tvr Thr Wa i ^ 220 

Tyr »j „ al 01y val ni M<t ^ 

Lsu Tyr Asn Tyr Tyr Asp Asp Glu Lys Glu Lys Leu Gin Leu 
« - Leu Als His Lys leu s „ - n< iu [m 
His val Glu pro teu 01 "5 2?0 

275 280 "** L * U ^ ^ Mu Gin 

- £ Ue Trp „. t M y Lys M . t 0 ln Lys Lys Als £ Ale u. Set 

- - Lys Gly „,i wu „ al ^ hu ^ 300 ^ 

^ S «" - £ £ - * Al, Asp Li" 

S " " 9 3« "> - - £ - Al. s „ .1 £ „. 

Ala Thr Ala Phe Glu Leu Asr. Thr t , 350 

SP leo SP Pr ° Phe As P «n Asp 

lie Tyr Gly Arg Glu Glu » 365 

. 370 375 9 ?r ° Lys Leu Phe Tyr Ala Asp 

His Pro Phe He Phe Leu „ al 380 

Leu Val Arg Asp Thr aln Ser flly ^ ^ ^ 

Phe He Gly Arg Leu Val Arg Leu Lys Glv IV r 400 

9 U Lys Gly Asp Lys Met Arg 

T rt-i i a. I fi 



240 
Val Glu 
255 

Pro His 



<210> 
<21l> 
<212> 
<213> 
<220> 



4 °5 

Leu 410 
SEQ ID NO 7 
LENGTH: 9 
TYPE; PRT 

ORGANISM: Artificial Sequence 
FEATURE: 4 ce 

<223> OTHER INFORMATION: Descrin+< 
PlesseNote: °«cription of Artificial Sequence: 

Sequ 0 en n ceSng a to ^JliZitlS^!^ 89 ^^ Ustma - P,ease re *e* the 



415 



synthetic 
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DATE: 05/09/2000 
TIME: 06:36:01 



Line 



Input Set: 1382088. RAW 



Error/Warning 



Si W -J- I X X a a a a : ^'^"^i"^" 
299 W or «£". T '' P6atUre re ^ U " ed 

« or Xaa- used: Feature 



Original Text 



required 



Ala xa a T I" Ala Xaa Xaa *« ^g 
£a J'? ?!" f aa Ala Glu G1 " fu Arf 

Ala xL r " Ala Xaa Xaa Arg 
Ala xaa Leu Ser Ala Glu Xaa Xaa Arg 



